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<210> 1 

<211> 2052 

<212> DNA 

<213> mammalian 

<400> 1 

atgaagataa taattctgtc tgttatattg gcctactgtg tcaccgacaa ctgtcaagat 60 
gcatgtcctg tagaagcgga accgccatca agtacaccaa cagttccaac ttcttgtgaa 120 
gctaaagaag gagaatgtat agataccaga tgcgcaacat gtaaacgaga tatactatca 180 
gatggactgt gtgaaaataa accagggaag acatgctgta gaatgtgcca gtatgtgatt 240 
gaatgcagag tagaagcagc tggttatttt agaacgtttt acggcaaaag atttaatttt 300 
caggaacctg gtaaatatgt gctggctagg ggaaccaagg gtggcgattg gtctgtaacc 360 
ctcaccatgg agaatctaga tggacagaag ggagctgtgc tgactaagac aacactggag 420 
gttgcaggag acgtaataga cattactcaa gctactgcag atcctatcac agttaacgga 480 
ggagctgacc cagttatcgc taacccgttc acaattggtg aggtgaccat tgctgttgtt 540 
gaaataccgg gcttcaatat cacagtcatc gaattcttta aactaatcgt gattgatatt 600 



ctgggaggaa gatctgtgag aattgctcca gacacagcaa acaaaggact gatatctggt 



660 
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atctgtggta atctggagat gaatgacgct gatgacttta ctacagatgc agatcagctg 720 

gcgatccaac ccaacataaa caaagagttc gacggctgcc cattctatgg caatccttct 780 

gatatcgaat actgcaaagg tctgatggag ccatacagag ctgtatgtcg taacaatatc 840 

aacttctact attacactct atcctgtgcc ttcgcttact gtatgggagg agaagaaaga 900 

gctaaacacg tccttttcga ctatgttgag acatgcgctg cgccggaaac gagaggaacg 960 

tgtgttttat caggacatac tttctatgac acattcgaca aagcaagata tcaattccag 1020 

ggcccatgca aggagattct gatggccgca gactgttact ggaacacatg ggatgtaaag 1080 

gtttcacata gagacgtcga atcatacact gaggtagaga aagtaacaat caggaaacag 1140 

tcaactgtag tagatctcat tgtggatggc aagcaggtca aggttggagg agtggatgta 1200 

tctatcccgt acagctctga gaacacttcc atatactggc aggatggaga catcctgacg 1260 

acggccatcc tacctgaagc tcttgtcgtt aagttcaact ttaagcagct ccttgtagtt 1320 

catatcagag atccattcga tggaaagaca tgcggcatat gtggtaacta taatcaagat 1380 

tcaactgatg atttctttga cgcagaagga gcatgcgctc taacccccaa ccccccagga 1440 

tgtacagagg aacagaaacc agaagctgag cgactttgca ataatctctt tgattcttct 1500 

atcgacgaga aatgtaatgt ctgctacaag cctgaccgga ttgcccgatg tatgtacgag 1560 

tattgcctga ggggacaaca aggattttgt gaccatgctt gggagttcaa gaaagaatgc 1620 

tacataaaac atggagacac tctagaagta ccacctgaat gtcaaggatc cacagagccc 1680 



3/10 

ggcctggagg aggtggggga gattgagcag aaacagctgc agaagcggtt cgggggcttc 1740 

accggggccc ggaagtcggc ccggaagttg gccaaccagg gatccgtgag caagggcgag 1800 

gagctgttca ccggggtggt gcccatcctg gtcgagctgg acggcgacgt aaacggccac 1860 

aagttcagcg tgtccggcga gggcgagggc gatgccacct acggcaagct gaccctgaag 1920 

ttcatctgca ccaccggcaa gctgcccgtg ccctggccca ccctcgtgac caccttcggc 1980 

tacggcctgc agtgcttcgc ccgctacccc gaccacatga agcagcacga cttcttcaag 2040 

tccgccatgc ccgaaggcta cgtccaggag cgcaccatct tcttcaagga cgacggcaac 2100 

tacaagaccc gcgccgaggt gaagttcgag ggcgacaccc tggtgaaccg catcgagctg 2160 

aagggcatcg acttcaagga ggacggcaac atcctggggc acaagctgga gtacaactac 2220 

aacagccaca acgtctatat catggccgac aagcagaaga acggcatcaa ggtgaacttc 2280 

aagatccgcc acaacatcga ggacggcagc gtgcagctcg ccgaccacta ccagcagaac 2340 

acccccatcg gcgacggccc cgtgctgctg cccgacaacc actacctgag ctaccagtcc 2400 

gccctgagca aagaccccaa cgagaagcgc gatcacatgg tcctgctgga gttcgtgacc 2460 

gccgccggga tcactctcgg catggacgag ctgtacaagt aa 2502 



<210> 2 

<211> 833 

<212> PRT 

<213> mammalian 

<400> 2 
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Met Lys He He He Leu Ser Val He Leu Ala Tyr Cys Val Thr Asp 
15 10 15 



Asn Cys Gin Asp Ala Cys Pro Val Glu Ala Glu Pro Pro Ser Ser Thr 
20 25 30 



Pro Thr Val Pro Thr Ser Cys Glu Ala Lys Glu Gly Glu Cys He Asp 
35 40 45 



Thr Arg Cys Ala Thr Cys Lys Arg Asp He Leu Ser Asp Gly Leu Cys 
50 55 60 



Glu Asn Lys Pro Gly Lys Thr Cys Cys Arg Met Cys Gin Tyr Val lie 
65 70 75 80 



Glu Cys Arg Val Glu Ala Ala Gly Tyr Phe Arg Thr Phe Tyr Gly Lys 
85 90 95 



Arg Phe Asn Phe Gin Glu Pro Gly Lys Tyr Val Leu Ala Arg Gly Thr 
100 105 110 



Lys Gly Gly Asp Trp Ser Val Thr Leu Thr Met Glu Asn Leu Asp Gly 
115 120 125 



Gin Lys Gly Ala Val Leu Thr Lys Thr Thr Leu Glu Val Ala Gly Asp 
130 135 140 
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Val He Asp lie Thr Gin Ala Thr Ala Asp Pro He Thr Val Asn Gly 
145 150 155 160 



Gly Ala Asp Pro Val lie Ala Asn Pro Phe Thr He Gly Glu Val Thr 
165 170 175 



He Ala Val Val Glu He Pro Gly Phe Asn He Thr Val He Glu Phe 
180 185 190 



Phe Lys Leu He Val He Asp He Leu Gly Gly Arg Ser Val Arg lie 
195 200 205 



Ala Pro Asp Thr Ala Asn Lys Gly Leu He Ser Gly He Cys Gly Asn 
210 215 220 



Leu Glu Met Asn Asp Ala Asp Asp Phe Thr Thr Asp Ala Asp Gin Leu 
225 230 235 240 



Ala He Gin Pro Asn He Asn Lys Glu Phe Asp Gly Cys Pro Phe Tyr 
245 250 255 



Gly Asn Pro Ser Asp He Glu Tyr Cys Lys Gly Leu Met Glu Pro Tyr 
260 265 270 



Arg Ala Val Cys Arg Asn Asn He Asn Phe Tyr Tyr Tyr Thr Leu Ser 
275 280 285 
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Cys Ala Phe Ala Tyr Cys Met Gly Gly Glu Glu Arg Ala Lys His Val 
290 295 300 



Leu Phe Asp Tyr Val Glu Thr Cys Ala Ala Pro Glu Thr Arg Gly Thr 
305 310 315 320 



Cys Val Leu Ser Gly His Thr Phe Tyr Asp Thr Phe Asp Lys Ala Arg 
325 330 335 



Tyr Gin Phe Gin Gly Pro Cys Lys Glu He Leu Met Ala Ala Asp Cys 
340 345 350 



Tyr Trp Asn Thr Trp Asp Val Lys Val Ser His Arg Asp Val Glu Ser 
355 360 365 



Tyr Thr Glu Val Glu Lys Val Thr He Arg Lys Gin Ser Thr Val Val 
370 375 380 



Asp Leu He Val Asp Gly Lys Gin Val Lys Val Gly Gly Val Asp Val 
385 390 395 400 



Ser lie Pro Tyr Ser Ser Glu Asn Thr Ser He Tyr Trp Gin Asp Gly 
405 410 415 



Asp He Leu Thr Thr Ala He Leu Pro Glu Ala Leu Val Val Lys Phe 
420 425 430 
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Asn Phe Lys Gin Leu Leu Val Val His He Arg Asp Pro Phe Asp Gly 
435 440 445 



Lys Thr Cys Gly lie Cys Gly Asn Tyr Asn Gin Asp Ser Thr Asp Asp 
450 455 460 



Phe Phe Asp Ala Glu Gly Ala Cys Ala Leu Thr Pro Asn Pro Pro Gly 
465 470 475 480 

Cys Thr Glu Glu Gin Lys Pro Glu Ala Glu Arg Leu Cys Asn Asn Leu 
485 490 495 

Phe Asp Ser Ser lie Asp Glu Lys Cys Asn Val Cys Tyr Lys Pro Asp 
500 505 510 

Arg He Ala Arg Cys Met Tyr Glu Tyr Cys Leu Arg Gly Gin Gin Gly 
515 520 525 

Phe Cys Asp His Ala Trp Glu Phe Lys Lys Glu Cys Tyr He Lys His 
530 535 540 

Gly Asp Thr Leu Glu Val Pro Pro Glu Cys Gin Gly Ser Thr Glu Pro 
545 550 555 560 



Gly Leu Glu Glu Val Gly Glu He Glu Gin Lys Gin Leu Gin Lys Arg 
565 570 575 



8/10 



Phe Gly Gly Phe Thr Gly Ala Arg Lys Ser Ala Arg Lys Leu Ala Asn 
580 585 590 



Gin Gly Ser Val Ser Lys Gly Glu Glu Leu Phe Thr Gly Val Val Pro 
595 600 605 



He Leu Val Glu Leu Asp Gly Asp Val Asn Gly His Lys Phe Ser Val 
610 615 620 



Ser Gly Glu Gly Glu Gly Asp Ala Thr Tyr Gly Lys Leu Thr Leu Lys 
625 630 635 640 



Phe He Cys Thr Thr Gly Lys Leu Pro Val Pro Trp Pro Thr Leu Val 
645 650 655 



Thr Thr Phe Gly Tyr Gly Leu Gin Cys Phe Ala Arg Tyr Pro Asp His 
660 665 670 



Met Lys Gin His Asp Phe Phe Lys Ser Ala Met Pro Glu Gly Tyr Val 
675 680 685 



Gin Glu Arg Thr He Phe Phe Lys Asp Asp Gly Asn Tyr Lys Thr Arg 
690 695 700 



Ala Glu Val Lys Phe Glu Gly Asp Thr Leu Val Asn Arg lie Glu Leu 
705 710 715 720 
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Lys Gly He Asp Phe Lys Glu Asp Gly Asn He Leu Gly His Lys Leu 
725 730 735 



Glu Tyr Asn Tyr Asn Ser His Asn Val Tyr He Met Ala Asp Lys Gin 
740 745 750 



Lys Asn Gly He Lys Val Asn Phe Lys He Arg His Asn He Glu Asp 
755 760 765 



Gly Ser Val Gin Leu Ala Asp His Tyr Gin Gin Asn Thr Pro He Gly 
770 775 780 



Asp Gly Pro Val Leu Leu Pro Asp Asn His Tyr Leu Ser Tyr Gin Ser 
785 790 795 800 



Ala Leu Ser Lys Asp Pro Asn Glu Lys Arg Asp His Met Val Leu Leu 
805 810 815 



Glu Phe Val Thr Ala Ala Gly He Thr Leu Gly Met Asp Glu Leu Tyr 
820 825 830 



Lys 



<210> 3 
<211> 16 
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<212> PRT 
<213> mammalian 

<400> 3 

Ser Glu Gin Lys Gin Leu Gin Lys Arg Phe Gly Gly Phe Thr Gly Gly 
15 10 15 



<210> 4 

<211> 16 

<212> PRT 

<213> mammalian 

<400> 4 

Ser Glu Gin Lys Gin Leu Gin Gly Gly Phe Gly Gly Phe Thr Gly Gly 
15 10 15 



<210> 5 

<211> 14 

<212> PRT 

<213> mammalian 

<400> 5 



Ser Glu Gin Lys Gin Leu Gin Phe Gly Gly Phe Thr Gly Gly 
1 5 10 



